tasi (n = 84), Sergentomyia fallax (n = 37), S. minuta parroti (n = 29), P. perniciosus (n = 24), P. riouxi and/or P. chabaudi (n = 7), S. antennata (n = 5), and P. alexandri (n = 4).
Thirteen of 41 female P. sergenti had mature eggs in their abdomens (n = 6, 14%) or partially digested blood in their midguts (n = 7, 17%). Results of gut dissections showed that only 1 (2.4%) of 41 P. sergenti female sand flies was infected by Leishmania promastigotes. No eggs were found in this infected female, and the midgut did not contain any blood or blood meal remains. The Leishmania strain isolated from positive cultures was identified as L. tropica by molecular typing and L. tropica MON-8 by isoenzyme typing. A restriction profile obtained for promastigotes from the sand fly was similar to that obtained for amastigotes from human CL samples from the same region ( Figure 1 ) .
Inside the houses of persons with CL caused by L. tropica , P. sergenti was the most abundant sand fly species (30.6%). A few specimens of other Paraphlebotomus species were also caught. This result confirms those of previous entomologic surveys carried out in the same region. 5 It underlines the abundance of this species in suburban habitats of the mountainous area of southeastern Tunisia. The high proportion of P. sergenti females inside houses (sex ratio = 104 males per 100 females) and the high percentage of gorged and gravid specimens indoors suggest the endophily, endophagy, and anthropophagy of P. sergenti. The isolation from one specimen of Leishmania promastigotes characterized as L. tropica and its identity to human isolates provides evidence of P. sergenti as the vector of this Leishmania species in Tataouine region. Interestingly, P. sergenti is the confirmed or suspected vector of L. tropica in many foci of anthroponotic CL in Morocco (northern Africa), the Middle East, and Central Asia. 6, 7 Received December 1, 2010. Accepted for publication April 19, 2011.
